SEQUENCE LISTING 

<110> Borean Pharma A/S 

<120> Trimeric binding proteins for Trimeric Cytokines 
<130> 3005 



<160> 109 

<170> Patentln version 3.3 

<210> 1 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ctgccatgcg gccgccttca gggagaccgt ctg 

<210> 2 

<211> 58 

<212> DNA 

<213> Homo sapiens 



33 



<400> 2 

gtgaccaggc ccagccggcc atgtaagtag ctaaggtacc gagccaccaa cccagaag 58 

<210> 3 

<211> 197 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ggcccagccg gccatgtaag tagctaaggt accgagccac caacccagaa gcccaagaag 60 

attgtaaatg ccaagaaaga tgttgtgaac acaaagatgt ttgaggagct caagagccgt 120 

ctggacaccc tggcccagga ggtggccctg ctgaaggagc agcaggccct gcagacggtc 180 

tccctgaagg cggccgc 197 



<210> 4 

<211> 62 

<212> DNA 

<213> Homo sapiens 



<400> 4 

gtgaccaggc ccagccggcc atgtaagtag ctaaggtacc attgtaaatg ccaagaaaga 60 
tg 62 



<210> 5 



1 



<211> 170 
<212> DNA 
<213> Homo sapiens 

<400> 5 

ggcccagccg gccatgtaag tagctaaggt accattgtaa atgccaagaa agatgttgtg 60 

aacacaaaga tgtttgagga gctcaagagc cgtctggaca ccctggccca ggaggtggcc 120 

ctgctgaagg agcagcaggc cctgcagacg gtctccctga aggcggccgc 170 



<210> 6 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 6 

ctgccataag cttacttcag ggagaccgtc tg 32 



<210> 7 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<400> 7 

gtgaccagga tccatgtaag tagctaaggt accgagccac caacccagaa g 51 



<210> 8 

<211> 191 

<212> DNA 

<213> Homo sapiens 

<400> 8 



ggatccatgt aagtagctaa ctgcaggtga gccaccaacc cagaagccca agaagattgt 60 

aaatgccaag aaagatgttg tgaacacaaa gatgtttgag gagctcaaga gccgtctgga 120 

caccctggcc caggaggtgg ccctgctgaa ggagcagcag gccctgcaga cggtctccct 180 

gaagtaagct t 191 



<210> 9 

<211> 55 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gtgaccagga tccatgtaag tagctaaggt accattgtaa atgccaagaa agatg 55 



<210> 10 
<211> 162 
<212> DNA 



2 



<213> Homo sapiens 



<400> 10 

ggatccatgt aagtagctaa ggtaccattg taaatgccaa gaaagatgtt gtgaacacaa 



60 



agatgtttga ggagctcaag agccgtctgg acaccctggc ccaggaggtg gccctgctga 



120 



aggagcagca ggccctgcag acggtctccc tgaagtaagc tt 



162 



<210> 11 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gtgaccaggc ccagccggcc atggccggga gcacatgccg gctc 44 



<210> 12 

<211> 34 

<212> DNA 

<213> Homo sapiens 



<210> 13 

<211> 274 

<212> DNA 

<213> Homo sapiens 

<400> 13 

ggcccagccg gccatggccg ggagcacatg ccggctcaga gaatactatg accagacagc 60 

tcagatgtgc tgcagcaagt gctcgccggg ccaacatgca aaagtcttct gtaccaagac 120 

ctcggacacc gtgtgtgact cctgtgagga cagcacatac acccagctct ggaactgggt 180 

tcccgagtgc ttgagctgtg gctcccgctg tagctctgac caggtggaaa ctcaagcctg 240 

cactcgggaa cagaaccgca tctgcaccgg tacc 2 74 



<210> 14 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 12 

cgtgctgggt accggtgcag atgcggttct gttc 



34 



<400> 14 

cgtgctgggt accgggccta gcggtgcaga tgcggttct 



39 



<210> 15 
<211> 283 
<212> DNA 



3 



<213> Homo sapiens 
<400> 15 

ggcccagccg gccatggccg ggagcacatg ccggctcaga gaatactatg accagacagc 60 

tcagatgtgc tgcagcaagt gctcgccggg ccaacatgca aaagtcttct gtaccaagac 120 

ctcggacacc gtgtgtgact cctgtgagga cagcacatac acccagctct ggaactgggt 180 

tcccgagtgc ttgagctgtg gctcccgctg tagctctgac caggtggaaa ctcaagcctg 240 

cactcgggaa cagaaccgca tctgcaccgc taggcccggt acc 283 



<210> 16 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 16 

cgtgctgggt acccgcgcag taccagccgg g 31 



<210> 17 

<211> 298 

<212> DNA 

<213> Homo sapiens 

<400> 17 

ggcccagccg gccatggccg ggagcacatg ccggctcaga gaatactatg accagacagc 60 

tcagatgtgc tgcagcaagt gctcgccggg ccaacatgca aaagtcttct gtaccaagac 120 

ctcggacacc gtgtgtgact cctgtgagga cagcacatac acccagctct ggaactgggt 180 

tcccgagtgc ttgagctgtg gctcccgctg tagctctgac caggtggaaa ctcaagcctg 240 

cactcgggaa cagaaccgca tctgcacctg caggcccggc tggtactgcg cgggtacc 2 98 



<210> 18 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 18 

cgtgctgggt accctcctgc ttgctcagc 29 



<210> 19 

<211> 316 

<212> DNA 

<213> Homo sapiens 

<400> 19 

ggcccagccg gccatggccg ggagcacatg ccggctcaga gaatactatg accagacagc 60 



4 



tcagatgtgc tgcagcaagt gctcgccggg ccaacatgca aaagtcttct gtaccaagac 120 

ctcggacacc gtgtgtgact cctgtgagga cagcacatac acccagctct ggaactgggt 180 

tcccgagtgc ttgagctgtg gctcccgctg tagctctgac caggtggaaa ctcaagcctg 24 0 

cactcgggaa cagaaccgca tctgcacctg caggcccggc tggtactgcg cgctgagcaa 300 

gcaggagggg ggtacc 316 



<210> 20 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 20 

cgtgctgggt acctgcagcc agccgagccc cctcctgctt gctc 44 



<210> 21 

<211> 331 

<212> DNA 

<213> Homo sapiens 

<400> 21 



ggcccagccg gccatggccg ggagcacatg ccggctcaga gaatactatg accagacagc 6 0 

tcagatgtgc tgcagcaagt gctcgccggg ccaacatgca aaagtcttct gtaccaagac 12 0 

ctcggacacc gtgtgtgact cctgtgagga cagcacatac acccagctct ggaactgggt 180 

tcccgagtgc ttgagctgtg gctcccgctg tagctctgac caggtggaaa ctcaagcctg 240 

cactcgggaa cagaaccgca tctgcacctg caggcccggc tggtactgcg cgctgagcaa 3 00 

gcaggagggg gctcggctgg ctgcaggtac c 331 



<210> 22 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 22 

cgtgctgggt accggacgtg gacgtgcaga c 31 

<210> 23 

<211> 529 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ggcccagccg gccatggccg ggagcacatg ccggctcaga gaatactatg accagacagc 60 
tcagatgtgc tgcagcaagt gctcgccggg ccaacatgca aaagtcttct gtaccaagac 120 



5 



ctcggacacc 


gtgtgtgact 


cctgtgagga 


cagcacatac 


acccagctct 


ggaactgggt 


180 


tcccgagtgc 


ttgagctgtg gctcccgctg 


tagctctgac 


caggtggaaa 


ctcaagcctg 


240 


cactcgggaa 


cagaaccgca 


tctgcacctg 


caggcccggc 


tggtactgcg 


cgctgagcaa 


300 


gcaggagggg 


tgccggctgt 


gcgcgccgct 


gcgcaagtgc 


cgcccgggct 


tcggcgtggc 


360 


cagaccagga 


actgaaacat 


cagacgtggt 


gtgcaagccc 


tgtgccccgg ggacgttctc 


420 


caacacgact 


tcatccacgg 


atatttgcag 


gccccaccag 


atctgtaacg 


tggtggccat 


480 


ccctgggaat 


gcaagcaggg 


atgcagtctg 


cacgtccacg 


tccggtacc 




529 



<210> 24 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 24 

gtgaccaggc ccagccggcc atggccgact cctgtgagga cage 44 



<210> 25 

<211> 157 

<212> DNA 

<213> Homo sapiens 

<400> 25 

ggcccagccg gccatggccg actcctgtga ggacagcaca tacacccagc tctggaactg 60 

ggttcccgag tgettgaget gtggctcccg ctgtagctct gaccaggtgg aaactcaagc 120 

ctgcactcgg gaacagaacc gcatctgcac eggtace 157 



<210> 26 

<211> 166 

<212> DNA 

<213> Homo sapiens 

<400> 26 

ggcccagccg gccatggccg actcctgtga ggacagcaca tacacccagc tctggaactg 60 

ggttcccgag tgettgaget gtggctcccg ctgtagctct gaccaggtgg aaactcaagc 120 

ctgcactcgg gaacagaacc gcatctgcac cgctaggccc ggtacc 166 



<210> 27 

<211> 182 

<212> DNA 

<213> Homo sapiens 

<400> 27 



6 



ggcccagccg gccatggcct gactcctgtg aggacagcac atacacccag ctctggaact 60 

gggttcccga gtgcttgagc tgtggctccc gctgtagctc tgaccaggtg gaaactcaag 120 

cctgcactcg ggaacagaac cgcatctgca cctgcaggcc cggctggtac tgcgcgggta 180 

cc 182 

<210> 28 

<211> 199 

<212> DNA 

<213> Homo sapiens 

<400> 28 

ggcccagccg gccatggccg actcctgtga ggacagcaca tacacccagc tctggaactg 60 

ggttcccgag tgcttgagct gtggctcccg ctgtagctct gaccaggtgg aaactcaagc 12 0 

ctgcactcgg gaacagaacc gcatctgcac ctgcaggccc ggctggtact gcgcgctgag 180 

caagcaggag gggggtacc 199 

<210> 29 

<211> 214 

<212> DNA 

<213> Homo sapiens 

<400> 29 

ggcccagccg gccatggccg actcctgtga ggacagcaca tacacccagc tctggaactg 6 0 

ggttcccgag tgcttgagct gtggctcccg ctgtagctct gaccaggtgg aaactcaagc 120 

ctgcactcgg gaacagaacc gcatctgcac ctgcaggccc ggctggtact gcgcgctgag 180 

caagcaggag ggggctcggc tggctgcagg tacc 214 

<210> 30 

<211> 412 

<212> DNA 

<213> Homo sapiens 

<400> 30 

ggcccagccg gccatggccg actcctgtga ggacagcaca tacacccagc tctggaactg 60 

ggttcccgag tgcttgagct gtggctcccg ctgtagctct gaccaggtgg aaactcaagc 120 

ctgcactcgg gaacagaacc gcatctgcac ctgcaggccc ggctggtact gcgcgctgag 180 

caagcaggag gggtgccggc tgtgcgcgcc gctgcgcaag tgccgcccgg gcttcggcgt 24 0 

ggccagacca ggaactgaaa catcagacgt ggtgtgcaag ccctgtgccc cggggacgtt 300 

ctccaacacg acttcatcca cggatatttg caggccccac cagatctgta acgtggtggc 360 



7 



catccctggg aatgcaagca gggatgcagt ctgcacgtcc acgtccggta cc 



412 



<210> 31 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 31 

gccagggatc catcgagggt agggggagca catgccggct c 41 



<210> 32 

<211> 278 

<212> DNA 

<213> Homo sapiens 

<400> 32 

gccagggatc catcgagggt agggggagca catgccggct cagagaatac tatgaccaga 60 

cagctcagat gtgctgcagc aagtgctcgc cgggccaaca tgcaaaagtc ttctgtacca 12 0 

agacctcgga caccgtgtgt gactcctgtg aggacagcac atacacccag ctctggaact 180 

gggttcccga gtgcttgagc tgtggctccc gctgtagctc tgaccaggtg gaaactcaag 240 

cctgcactcg ggaacagaac cgcatctgca ccggtacc 278 



<210> 33 

<211> 287 

<212> DNA 

<213> Homo sapiens 

<400> 33 

gccagggatc catcgagggt agggggagca catgccggct cagagaatac tatgaccaga 60 

cagctcagat gtgctgcagc aagtgctcgc cgggccaaca tgcaaaagtc ttctgtacca 120 

agacctcgga caccgtgtgt gactcctgtg aggacagcac atacacccag ctctggaact 180 

gggttcccga gtgcttgagc tgtggctccc gctgtagctc tgaccaggtg gaaactcaag 240 

cctgcactcg ggaacagaac cgcatctgca ccgctaggcc cggtacc 287 

<210> 34 

<211> 302 

<212> DNA 

<213> Homo sapiens 

<400> 34 

gccagggatc catcgagggt agggggagca catgccggct cagagaatac tatgaccaga 60 

cagctcagat gtgctgcagc aagtgctcgc cgggccaaca tgcaaaagtc ttctgtacca 120 

agacctcgga caccgtgtgt gactcctgtg aggacagcac atacacccag ctctggaact 180 



8 



gggttcccga gtgcttgagc tgtggctccc gctgtagctc tgaccaggtg gaaactcaag 
cctgcactcg ggaacagaac cgcatctgca cctgcaggcc cggctggtac tgcgcgggta 
cc 



240 
300 
302 



<210> 35 

<211> 320 

<212> DNA 

<213> Homo sapiens 

<400> 35 

gccagggatc catcgagggt agggggagca catgccggct cagagaatac tatgaccaga 60 

cagctcagat gtgctgcagc aagtgctcgc cgggccaaca tgcaaaagtc ttctgtacca 120 

agacctcgga caccgtgtgt gactcctgtg aggacagcac atacacccag ctctggaact 180 

gggttcccga gtgcttgagc tgtggctccc gctgtagctc tgaccaggtg gaaactcaag 240 

cctgcactcg ggaacagaac cgcatctgca cctgcaggcc cggctggtac tgcgcgctga 300 

gcaagcagga ggggggtacc 320 

<210> 36 

<211> 335 

<212> DNA 

<213> Homo sapiens 

<400> 36 

gccagggatc catcgagggt agggggagca catgccggct cagagaatac tatgaccaga 60 

cagctcagat gtgctgcagc aagtgctcgc cgggccaaca tgcaaaagtc ttctgtacca 120 

agacctcgga caccgtgtgt gactcctgtg aggacagcac atacacccag ctctggaact 180 

gggttcccga gtgcttgagc tgtggctccc gctgtagctc tgaccaggtg gaaactcaag 240 

cctgcactcg ggaacagaac cgcatctgca cctgcaggcc cggctggtac tgcgcgctga 300 

gcaagcagga gggggctcgg ctggctgcag gtacc 335 

<210> 37 

<211> 533 

<212> DNA 

<213> Homo sapiens 

<400> 37 

gccagggatc catcgagggt agggggagca catgccggct cagagaatac tatgaccaga 60 

cagctcagat gtgctgcagc aagtgctcgc cgggccaaca tgcaaaagtc ttctgtacca 120 

agacctcgga caccgtgtgt gactcctgtg aggacagcac atacacccag ctctggaact 180 



9 



gggttcccga gtgcttgagc tgtggctccc 
cctgcactcg ggaacagaac cgcatctgca 
gcaagcagga ggggtgccgg ctgtgcgcgc 
tggccagacc aggaactgaa acatcagacg 
tctccaacac gacttcatcc acggatattt 
ccatccctgg gaatgcaagc agggatgcag 



<210> 38 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 38 

gccagggatc catcgagggt aggggcgact 

<210> 39 

<211> 159 

<212> DNA 

<213> Homo sapiens 

<400> 39 

ggatccatcg agggtagggg cgactcctgt 
tgggttcccg agtgcttgag ctgtggctcc 
gcctgcactc gggaacagaa ccgcatctgc 



<210> 40 

<211> 168 

<212> DNA 

<213> Homo sapiens 

<400> 40 

ggatccatcg agggtagggg cgactcctgt 
tgggttcccg agtgcttgag ctgtggctcc 
gcctgcactc gggaacagaa ccgcatctgc 



<210> 41 

<211> 183 

<212> DNA 

<213> Homo sapiens 

<400> 41 

ggatccatcg agggtagggg cgactcctgt 



gctgtagctc tgaccaggtg gaaactcaag 
cctgcaggcc cggctggtac tgcgcgctga 
cgctgcgcaa gtgccgcccg ggcttcggcg 
tggtgtgcaa gccctgtgcc ccggggacgt 
gcaggcccca ccagatctgt aacgtggtgg 
tctgcacgtc cacgtccggt acc 



cctgtgagga cage 



gaggacagca catacaccca gctctggaac 
cgctgtagct ctgaccaggt ggaaactcaa 
accggtacc 



gaggacagca catacaccca gctctggaac 
cgctgtagct ctgaccaggt ggaaactcaa 
accgctaggc ccggtacc 



gaggacagca catacaccca gctctggaac 



10 



tgggttcccg agtgcttgag ctgtggctcc cgctgtagct ctgaccaggt ggaaactcaa 
gcctgcactc gggaacagaa ccgcatctgc acctgcaggc ccggctggta ctgcgcgggt 
acc 



120 
180 
183 



<210> 42 

<211> 201 

<212> DNA 

<213> Homo sapiens 



<400> 42 
ggatccatcg 


agggtagggg 


cgactcctgt 


gaggacagca 


catacaccca 


gctctggaac 


60 


tgggttcccg 


agtgcttgag 


ctgtggctcc 


cgctgtagct 


ctgaccaggt 


ggaaactcaa 


120 


gcctgcactc 


gggaacagaa 


ccgcatctgc 


acctgcaggc 


ccggctggta 


ctgcgcgctg 


180 


agcaagcagg 


aggggggtac 


c 








201 



<210> 43 

<211> 216 

<212> DNA 

<213> Homo sapiens 



<400> 43 



ggatccatcg 


agggtagggg 


cgactcctgt 


gaggacagca 


catacaccca 


gctctggaac 


60 


tgggttcccg 


agtgcttgag 


ctgtggctcc 


cgctgtagct 


ctgaccaggt 


ggaaactcaa 


120 


gcctgcactc 


gggaacagaa 


ccgcatctgc 


acctgcaggc 


ccggctggta 


ctgcgcgctg 


180 


agcaagcagg 


agggggctcg 


gctggctgca 


ggtacc 






216 


<210> 44 

<211> 414 

<212> DNA 

<213> Homo sapiens 












<400> 44 
ggatccatcg 


agggtagggg 


cgactcctgt 


gaggacagca 


catacaccca 


gctctggaac 


60 


tgggttcccg 


agtgcttgag 


ctgtggctcc 


cgctgtagct 


ctgaccaggt 


ggaaactcaa 


120 


gcctgcactc 


gggaacagaa 


ccgcatctgc 


acctgcaggc 


ccggctggta 


ctgcgcgctg 


180 


agcaagcagg 


aggggtgccg 


gctgtgcgcg 


ccgctgcgca 


agtgccgccc 


gggcttcggc 


240 


gtggccagac 


caggaactga 


aacatcagac 


gtggtgtgca 


agccctgtgc 


cccggggacg 


300 


ttctccaaca 


cgacttcatc 


cacggatatt 


tgcaggcccc 


accagatctg 


taacgtggtg 


360 


gccatccctg 


ggaatgcaag 


cagggatgca 


gtctgcacgt 


ccacgtccgg 


tacc 


414 



11 



<210> 45 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 45 

gccagagatc tatcgagggt agggaggtgc agctggtgga g 



<210> 46 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 46 

ctggtcggta ccggatccgc cgccaccact cgagacggtg accagagtac cttggcccc 



<210> 47 

<211> 62 

<212> DNA 

<213> Homo sapiens 

<400> 47 

gcaggcggat ccgggggagg aggtagtggc ggtggtggat cagacatcca gatgacccag 
tc 



<210> 48 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 48 

ccgagcggta cctttgattt ccaccttggt ccc 



<210> 49 

<211> 754 

<212> DNA 

<213> Homo sapiens 

<400> 49 

agatctatcg agggtaggga 
ggcaggtccc tgagactctc 
cactgggtcc ggcaagctcc 
agtggtcaca tagactatgc 
gccaagaact ccctgtatct 
tactgtgcga aagtctcgta 



ggtgcagctg gtggagtctg 
ctgtgcggcc tctggattca 
agggaagggc ctggaatggg 
ggactctgtg gagggccgat 
gcaaatgaac agtctgagag 
ccttagcacc gcgtcctccc 



ggggaggctt ggtacagccc 
cctttgatga ttatgccatg 
tctcagctat cacttggaat 
tcaccatctc cagagacaac 
ctgaggatac ggccgtatat 
ttgactattg gggccaaggt 



12 



accctggtca 


ccQtctccraa 


tQQtQQCQQC 




ggaggaggta gtggcggtgg 


420 


tggatcagac 


atccagatga 


cccagtctcc 


atcctccctg 


tctgcatctg 


taggggacag 


480 


agtcaccatc 


acttqtcqqq 


caagtcaggg 


catcagaaat 


tacttagcct 


ggtatcagca 


540 


aaaaccaggg 


aaagccccta 


agctcctgat 


ctatgctgca 


tccactttgc 


aatcaggggt 


600 


cccatctcgg 


ttcagtggca 


gtggatctgg 


gacagatttc 


actctcacca 


tcagcagcct 


660 


acagcctgaa 


gatgttgcaa 


cttattactg 


tcaaaggtat 


aaccgtgcac 


cgtatacttt 


720 


tggccagggg 


accaaggtgg 


aaatcaaagg 


tacc 






754 


<210> 50 

<211> 48 

<212> DNA 

<213> Homo sapiens 












<400> 50 
ccgagcggta 


ccagatccac 


cgcccccttt 


gatttccacc 


ttggtccc 




48 


<210> 51 

<211> 769 

<212> DNA 

<213> Homo sapiens 












<400> 51 
agatctatcg 


a 999taggga 


ggtgcagctg 

ZJ ~ > ZJ ZJ ZJ 


gtgqaqtctg 

ZJ ZJ Zf Zf ^ 


ggggaggctt 


ggtacagccc 


60 


ggcaggtccc 


tgagactctc 


ctgtgcggcc 

ZJ ZJ ZJ ZJ 


tctggattca 


cctttgatga 


ttatgccatg 


120 


cactgggtcc 


ggcaagctcc 


aqqqaaqqqc 

^ZJZDZJ^^ZDZJZJ^ 


ctqqaatqqq 

^zjzd zjzjzj 


tctcagctat 


cacttggaat 


180 


agtggtcaca 


tagactatgc 


qqactctqtq 

ZJ ZD ZJ ZJ 


qaqqqccqat 

ZJ ZJZJZj ZJ 


tcaccatctc 


cagagacaac 


240 


gccaagaact 


ccctgtatct 


gcaaatgaac 


agtctgagag 


ctgaggatac 


ggccgtatat 


300 


tactgtgcga 


aagtctcgta 


ccttagcacc 


gcgtcctccc 


ttgactattg 


gggccaaggt 


360 


accctggtca 


ccgtctcgag 


tqqtqqcqqc 

^ ZD Zj ^ zj Zj ^ Zj Zj ^ 


qqqatccqqq 

ZjZjzj zjzjzj 


ggaggaggta 


gtggcggtgg 


420 


tggatcagac 


atccagatga 


cccagtctcc 


atcctccctg 


tctgcatctg 


taggggacag 


480 


agtcaccatc 


acttgtcggg 


caaqtcaqqq 

^ ZJ ^^ZJZjZJ 


catcagaaat 


tacttagcct 


ggtatcagca 


540 


aaaaccaggg 


aaagccccta 


agctcctgat 


ctatgctgca 


tccactttgc 


aatcaggggt 


600 


cccatctcgg 


ttcagtggca 


gtggatctgg 


gacagatttc 


actctcacca 


tcagcagcct 


660 


acagcctgaa 


gatgttgcaa 


cttattactg 


tcaaaggtat 


aaccgtgcac 


cgtatacttt 


720 


tggccagggg 


accaaggtgg 


aaatcaaagg 


gggcggtgga 


tctggtacc 




769 
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<210> 52 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 52 

gccagtgatc agaggtgcag ctggtggag 



<210> 53 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 53 

cctcgaagct tatttgattt ccaccttggt ccc 



29 



33 



<210> 54 

<211> 743 

<212> DNA 

<213> Homo sapiens 

<400> 54 

tgatcagagg tgcagctggt ggagtctggg ggaggcttgg tacagcccgg caggtccctg 6 0 

agactctcct gtgcggcctc tggattcacc tttgatgatt atgccatgca ctgggtccgg 120 

caagctccag ggaagggcct ggaatgggtc tcagctatca cttggaatag tggtcacata 180 

gactatgcgg actctgtgga gggccgattc accatctcca gagacaacgc caagaactcc 240 

ctgtatctgc aaatgaacag tctgagagct gaggatacgg ccgtatatta ctgtgcgaaa 300 

gtctcgtacc ttagcaccgc gtcctccctt gactattggg gccaaggtac cctggtcacc 360 

gtctcgagtg gtggcggcgg gatccggggg aggaggtagt ggcggtggtg gatcagacat 42 0 

ccagatgacc cagtctccat cctccctgtc tgcatctgta ggggacagag tcaccatcac 480 

ttgtcgggca agtcagggca tcagaaatta cttagcctgg tatcagcaaa aaccagggaa 54 0 

agcccctaag ctcctgatct atgctgcatc cactttgcaa tcaggggtcc catctcggtt 600 

cagtggcagt ggatctggga cagatttcac tctcaccatc agcagcctac agcctgaaga 660 

tgttgcaact tattactgtc aaaggtataa ccgtgcaccg tatacttttg gccaggggac 72 0 

caaggtggaa atcaaataag ctt 743 

<210> 55 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 55 
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gccagtgatc aggaggtggc gggtctgagg tgcagctggt ggag 



44 



<210> 56 

<211> 758 

<212> DNA 

<213> Homo sapiens 












<400> 56 
tgatcaggag 


gtggcgggtc 


tgaggtgcag 


ctggtggagt 


ctgggggagg 


cttggtacag 


60 


cccggcaggt 


ccctgagact 


ctcctgtgcg gcctctggat 


tcacctttga 


tgattatgcc 


120 


atgcactggg 


tccggcaagc 


tccagggaag 


ggcctggaat 


gggtctcagc 


tatcacttgg 


180 


aatagtggtc 


acatagacta 


tgcggactct 


gtggagggcc 


gattcaccat 


ctccagagac 


240 


aacgccaaga 


actccctgta 


tctgcaaatg 


aacagtctga 


gagctgagga 


tacggccgta 


300 


tattactgtg 


cgaaagtctc 


gtaccttagc 


accgcgtcct 


cccttgacta 


ttggggccaa 


360 


ggtaccctgg 


tcaccgtctc 


gagtggtggc 


ggcgggatcc 


gggggaggag 


gtagtggcgg 


420 


tggtggatca 


gacatccaga 


tgacccagtc 


tccatcctcc 


ctgtctgcat 


ctgtagggga 


480 


cagagtcacc 


atcacttgtc 


gggcaagtca 


gggcatcaga 


aattacttag 


cctggtatca 


540 


gcaaaaacca 


gggaaagccc 


ctaagctcct 


gatctatgct 


gcatccactt 


tgcaatcagg 


600 


ggtcccatct 


cggttcagtg 


gcagtggatc 


tgggacagat 


ttcactctca 


ccatcagcag 


660 


cctacagcct 


gaagatgttg 


caacttatta 


ctgtcaaagg 


tataaccgtg 


caccgtatac 


720 


ttttggccag 


gggaccaagg 


tggaaatcaa 


ataagctt 






758 



<210> 57 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 57 

gccagagatc tatcgagggt aggatgagtg gcctgggc 3 8 

<210> 58 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 58 

catgcaggta cccagcag 18 



<210> 59 
<211> 18 
<212> DNA 
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<213> Homo sapiens 



<400> 59 

ctgctgggta cctgcatg 18 



<210> 60 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 60 

cggcacggta ccgctcctga gcttgttctc ac 

<210> 61 

<211> 354 

<212> DNA 

<213> Homo sapiens 

<400> 61 



<210> 62 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 62 

cggcacggta ccaaggttca ctgggctcct g 

<210> 63 

<211> 366 

<212> DNA 

<213> Homo sapiens 



60 
120 
180 
240 
300 
354 



agatctatcg agggtaggat 
gtggaccagg aggagcgctt 
cccgaagagc agtactggga 
aaccatcaga gccagcgcac 
caaggcaagt tctatgacca 
cagcacccta agcaatgtgc 



gagtggcctg ggccggagca 
tccacagggc ctgtggacgg 
tcctctgctg ggtacctgca 
ctgtgcagcc ttctgcaggt 
tctcctgagg gactgcatca 
atacttctgt gagaacaagc 



ggcgaggtgg ccggagccgt 
gggtggctat gagatcctgc 
tgtcctgcaa aaccatttgc 
cactcagctg ccgcaaggag 
gctgtgcctc catctgtgga 
tcaggagcgg tacc 



<400> 63 

agatctatcg agggtaggat gagtggcctg ggccggagca ggcgaggtgg ccggagccgt 6 0 

gtggaccagg aggagcgctt tccacagggc ctgtggacgg gggtggctat gagatcctgc 120 

cccgaagagc agtactggga tcctctgctg ggtacctgca tgtcctgcaa aaccatttgc 180 

aaccatcaga gccagcgcac ctgtgcagcc ttctgcaggt cactcagctg ccgcaaggag 24 0 

16 



caaggcaagt tctatgacca tctcctgagg gactgcatca gctgtgcctc catctgtgga 



cagcacccta agcaatgtgc atacttctgt gagaacaagc tcaggagccc agtgaacctt 



ggtacc 



300 
360 
366 



<210> 64 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 64 

cggcacggta cctccactcc gctgtctcct g 31 



<210> 65 

<211> 396 

<212> DNA 

<213> Homo sapiens 



<400> 65 
agatctatcg 


agggtaggat 


gagtggcctg 


ggccggagca 


ggcgaggtgg 


ccggagccgt 


60 


gtggaccagg 


aggagcgctt 


tccacagggc 


ctgtggacgg 


gggtggctat 


gagatcctgc 


120 


cccgaagagc 


agtactggga 


tcctctgctg 


ggtacctgca 


tgtcctgcaa 


aaccatttgc 


180 


aaccatcaga 


gccagcgcac 


ctgtgcagcc 


ttctgcaggt 


cactcagctg 


ccgcaaggag 


240 


caaggcaagt 


tctatgacca 


tctcctgagg 


gactgcatca 


gctgtgcctc 


catctgtgga 


300 


cagcacccta 


agcaatgtgc 


atacttctgt 


gagaacaagc 


tcaggagccc 


agtgaacctt 


360 


ccaccagagc 


tcaggagaca 


gcggagtgga 


ggtacc 






396 



<210> 66 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 66 

cggcacggta ccagggctca acagacttaa caaaag 36 



<210> 67 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<400> 67 

agatctatcg agggtaggat gagtggcctg ggccggagca ggcgaggtgg ccggagccgt 60 

gtggaccagg aggagcgctt tccacagggc ctgtggacgg gggtggctat gagatcctgc 120 

cccgaagagc agtactggga tcctctgctg ggtacctgca tgtcctgcaa aaccatttgc 180 



17 



aaccatcaga gccagcgcac ctgtgcagcc ttctgcaggt cactcagctg ccgcaaggag 240 

caaggcaagt tctatgacca tctcctgagg gactgcatca gctgtgcctc catctgtgga 300 

cagcacccta agcaatgtgc atacttctgt gagaacaagc tcaggagccc agtgaacctt 360 

ccaccagagc tcaggagaca gcggagtgga gaagttgaaa acaattcaga caactcggga 420 

ggtacc 426 



<210> 68 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 68 

cggcacggta ccgctgtaga ccagggccac c 



31 



<210> 69 

<211> 519 

<212> DNA 

<213> Homo sapiens 

<400> 69 

agatctatcg agggtaggat gagtggcctg ggccggagca ggcgaggtgg ccggagccgt 60 

gtggaccagg aggagcgctt tccacagggc ctgtggacgg gggtggctat gagatcctgc 120 

cccgaagagc agtactggga tcctctgctg ggtacctgca tgtcctgcaa aaccatttgc 180 

aaccatcaga gccagcgcac ctgtgcagcc ttctgcaggt cactcagctg ccgcaaggag 240 

caaggcaagt tctatgacca tctcctgagg gactgcatca gctgtgcctc catctgtgga 300 

cagcacccta agcaatgtgc atacttctgt gagaacaagc tcaggagccc agtgaacctt 360 

ccaccagagc tcaggagaca gcggagtgga gaagttgaaa acaattcaga caactcggga 420 

aggtaccaag gattggagca cagaggctca gaagcaagtc cagctctccc ggggctgaag 480 

ctgagtgcag atcaggtggc cctggtctac agcggtacc 519 



<210> 70 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 70 

ggccagggat ccatcgaggg taggggggag caagcgccag g 41 

<210> 71 

<211> 31 
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<212> DNA 

<213> Homo sapiens 

<400> 71 

cggtgcggta ccgggccaaa gcagccggaa g 31 



<210> 72 

<211> 186 

<212> DNA 

<213> Homo sapiens 

<400> 72 

ggatccatcg agggtagggg ggagcaagcg ccaggcaccg ccccctgctc ccgcggcagc 60 

tcctggagcg cggacctgga caagtgcatg gactgcgcgt cttgcagggc gcgaccgcac 120 

agcgacttct gcctgggctg cgctgcagca cctcctgccc ccttccggct gctttggccc 180 

ggtacc 186 



<210> 73 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 73 

ggccagggat ccatcgaggg taggatgagg cgagggcccc g 41 



<210> 74 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 74 

cggtgcggta ccgagcagcc cgggcagg 28 



<210> 75 

<211> 258 

<212> DNA 

<213> Homo sapiens 

<400> 75 

ggatccatcg agggtaggat gaggcgaggg ccccggagcc tgcggggcag ggacgcgcca 60 

gcccccacgc cctgcgtccc ggccgagtgc ttcgacctgc tggtccgcca ctgcgtggcc 120 

tgcgggctcc tgcgcacgcc gcggccgaaa ccggccgggg ccagcagccc tgcgcccagg 180 

acggcgctgc agccgcagga gtcggtgggc gcgggggccg gcgaggcggc gctgcccctg 240 

cccgggctgc tcggtacc 258 
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<210> 76 

<211> 235 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Leu Pro Ala Gin Val Ala Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 
15 10 15 



Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin Thr Ala Gin Met Cys Cys 
20 25 30 



Ser Lys Cys Ser Pro Gly Gin His Ala Lys Val Phe Cys Thr Lys Thr 
35 40 45 



Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gin Leu 
50 55 60 



Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 
65 70 75 80 



Asp Gin Val Glu Thr Gin Ala Cys Thr Arg Glu Gin Asn Arg lie Cys 
85 90 95 



Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu Gly Cys 
100 105 110 



Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Gly Phe Gly Val Ala 
115 120 125 



Arg Pro Gly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys Ala Pro 
130 135 140 



Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp lie Cys Arg Pro His 
145 150 155 160 



Gin lie Cys Asn Val Val Ala lie Pro Gly Asn Ala Ser Met Asp Ala 
165 170 175 



Val Cys Thr Ser Thr Ser Pro Thr Arg Ser Met Ala Pro Gly Ala Val 
180 185 190 



His Leu Pro Gin Pro Val Ser Thr Arg Ser Gin His Thr Gin Pro Thr 
195 200 205 
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Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser Phe Leu Leu Pro Met Gly 
210 215 220 



Pro Ser Pro Pro Ala Glu Gly Ser Thr Gly Asp 

230 235 



225 




<210> 


77 


<211> 


185 


<212> 


PRT 


<213> 


Homo 


<400> 


77 



Leu Pro Ala Gin Val Ala Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 
15 10 15 



Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin Thr Ala Gin Met Cys Cys 
20 25 30 



Ser Lys Cys Ser Pro Gly Gin His Ala Lys Val Phe Cys Thr Lys Thr 
35 40 45 



Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gin Leu 
50 55 60 



Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 
65 70 75 80 



Asp Gin Val Glu Thr Gin Ala Cys Thr Arg Glu Gin Asn Arg lie Cys 
85 90 95 



Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu Gly Cys 
100 105 110 



Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Gly Phe Gly Val Ala 
115 120 125 



Arg Pro Gly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys Ala Pro 
130 135 140 



Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp lie Cys Arg Pro His 
145 150 155 160 
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Gin lie Cys Asn Val Val Ala lie Pro Gly Asn Ala Ser Met Asp Ala 
165 170 175 



Val Cys Thr Ser Thr Ser Pro Thr Arg 
180 185 



<210> 78 

<211> 163 

<212> PRT 

<213> Homo sapiens 



<400> 78 

Leu Pro Ala Gin Val Ala Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 
15 10 15 



Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin Thr Ala Gin Met Cys Cys 
20 25 30 



Ser Lys Cys Ser Pro Gly Gin His Ala Lys Val Phe Cys Thr Lys Thr 
35 40 45 



Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gin Leu 
50 55 60 



Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 
65 70 75 80 



Asp Gin Val Glu Thr Gin Ala Cys Thr Arg Glu Gin Asn Arg lie Cys 
85 90 95 



Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu Gly Cys 
100 105 110 



Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Gly Phe Gly Val Ala 
115 120 125 



Arg Pro Gly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys Ala Pro 
130 135 140 



Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp lie Cys Arg Pro His 
145 150 155 160 



Gin lie Cys 
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<210> 79 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Leu Pro Ala Gin Val Ala Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 
15 10 15 



Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin Thr Ala Gin Met Cys Cys 
20 25 30 



Ser Lys Cys Ser Pro Gly Gin His Ala Lys Val Phe Cys Thr Lys Thr 
35 40 45 



Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gin Leu 
50 55 60 



Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 
65 70 75 80 



Asp Gin Val Glu Thr Gin Ala Cys Thr Arg Glu Gin Asn Arg lie Cys 
85 90 95 



Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu Gly Cys 
100 105 110 



Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Gly Phe Gly Val Ala 
115 120 125 



Arg Pro Gly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys 
130 135 140 



<210> 80 

<211> 157 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Val Arg Ser Ser Ser Arg Thr Pro Ser Asp Lys Pro Val Ala His Val 
15 10 15 



Val Ala Asn Pro Gin Ala Glu Gly Gin Leu Gin Trp Leu Asn Arg Arg 



23 



20 



25 



30 



Ala Asn Ala Leu Leu Ala Asn Gly Val Glu Leu Arg Asp Asn Gin Leu 
35 40 45 



Val Val Pro Ser Glu Gly Leu Tyr Leu He Tyr Ser Gin Val Leu Phe 
50 55 60 



Lys Gly Gin Gly Cys Pro Ser Thr His Val Leu Leu Thr His Thr He 
65 70 75 80 



Ser Arg He Ala Val Ser Tyr Gin Thr Lys Val Asn Leu Leu Ser Ala 
85 90 95 



He Lys Ser Pro Cys Gin Arg Glu Thr Pro Glu Gly Ala Glu Ala Lys 
100 105 110 



Pro Trp Tyr Glu Pro He Tyr Leu Gly Gly Val Phe Gin Leu Glu Lys 
115 120 125 



Gly Asp Arg Leu Ser Ala Glu He Asn Arg Pro Asp Tyr Leu Asp Phe 
130 135 140 



Ala Glu Ser Gly Gin Val Tyr Phe Gly He lie Ala Leu 

150 155 



145 




<210> 


81 


<211> 


51 


<212> 


PRT 


<213> 


Homo 


<400> 


81 



Glu Pro Pro Thr Gin Lys Pro Lys Lys Leu Val Asn Ala Lys Lys Asp 
1 5 10 15 



Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser Arg Leu Asp Thr 
20 25 30 



Leu Ala Gin Glu Val Ala Leu Leu Lys Glu Gin Gin Ala Leu Gin Thr 
35 40 45 



Val Cys s Leu 
50 
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<210> 82 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide primer 

<400> 82 

gcgcacggat ccatggccca ggtggcattt acaccctac 3 9 



<210> 83 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide primer 

<400> 83 

caccacggta ccgatctggt ggggcctgca aat 33 



<210> 84 

<211> 738 

<212> DNA 

<213> Artificial 

<220> 

<22 3> ADlD4-I162-tripB 

<400> 84 



atgggatcca 


tggcccaggt 


ggcatttaca 


ccctacgccc 


cggagcccgg 


gagcacatgc 


60 


cggctcagag 


aatactatga 


ccagacagct 


cagatgtgct 


gcagcaaatg 


ctcgccgggc 


120 


caacatgcaa 


aagtcttctg 


taccaagacc 


tcggacaccg 


tgtgtgactc 


ctgtgaggac 


180 


agcacataca 


cccagctctg 


gaactgggtt 


cccgagtgct 


tgagctgtgg 


ctcccgctgt 


240 


agctctgacc 


aggtggaaac 


tcaagcctgc 


actcgggaac 


agaaccgcat 


ctgcacctgc 


300 


aggcccggct 


ggtactgcgc 


gctgagcaag 


caggaggggt 


gccggctgtg 


cgcgccgctg 


360 


cgcaagtgcc 


gcccgggctt 


cggcgtggcc 


agaccaggaa 


ctgaaacatc 


agacgtggtg 


420 


tgcaagccct 


gtgccccggg 


gacgttctcc 


aacacgactt 


catccacgga 


tatttgcagg 


480 


ccccaccaga 


tcggtaccga 


gccaccaacc 


cagaagccca 


agaagattgt 


aaatgccaag 


540 


aaagatgttg 


tgaacacaaa 


gatgtttgag gagctcaaga gccgtctgga 


caccctggcc 


600 


caggaggtgg 


ccctgctgaa 


ggagcagcag gccctgcaga 


cggtctccct 


gaagggtcta 


660 


gaacaaaaac 


tcatctcaga 


agaggatctg 


aatagcgccg 


tcgaccatca 


tcatcatcat 


720 
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cattgaaagc tgaattcc 



738 



<210> 85 

<211> 51 

<212> DNA 

<213> Artificial 

<220> 

<223> oligonucleotide primer 

<400> 85 

caccacggta ccggaggaac cggaggacgt ggacgtgcag actgcatcca t 51 



<210> 86 
<211> 810 
<212> DNA 
<213> Artificial 

<220> 

<223> AD1D4 -GSS- tripB 
<400> 86 

atgggatcca tggcccaggt ggcatttaca ccctacgccc cggagcccgg gagcacatgc 60 

cggctcagag aatactatga ccagacagct cagatgtgct gcagcaaatg ctcgccgggc 120 

caacatgcaa aagtcttctg taccaagacc tcggacaccg tgtgtgactc ctgtgaggac 180 

agcacataca cccagctctg gaactgggtt cccgagtgct tgagctgtgg ctcccgctgt 240 

agctctgacc aggtggaaac tcaagcctgc actcgggaac agaaccgcat ctgcacctgc 300 

aggcccggct ggtactgcgc gctgagcaag caggaggggt gccggctgtg cgcgccgctg 360 

cgcaagtgcc gcccgggctt cggcgtggcc agaccaggaa ctgaaacatc agacgtggtg 420 

tgcaagccct gtgccccggg gacgttctcc aacacgactt catccacgga tatttgcagg 480 

ccccaccaga tctgtaacgt ggtggccatc cctgggaatg caagcatgga tgcagtctgc 540 

acgtccacgt cctccggttc ctccggtacc gagccaccaa cccagaagcc caagaagatt 600 

gtaaatgcca agaaagatgt tgtgaacaca aagatgtttg aggagctcaa gagccgtctg 660 

gacaccctgg cccaggaggt ggccctgctg aaggagcagc aggccctgca gacggtctcc 72 0 

ctgaagggtc tagaacaaaa actcatctca gaagaggatc tgaatagcgc cgtcgaccat 780 

catcatcatc atcattgaaa gctgaattcc 810 



<210> 87 
<211> 39 
<212> DNA 
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<213> Artificial 
<220> 

<223> oligonucleotide primer 

<400> 87 



agatttggta 


ccgtcgccag 


tgctcccttc 


agctggggg 






39 


<210> 88 
<211> 957 
<212> DNA 
<213> Artificial 












<220> 

<223> ADlD4-D235-tripB 










<400> 88 

o rrrtna t* a 

a. tyyyatcca 


Lyycccdyyt 


yyCdtCCdCd 


ccctacgccc 


cggagcccgg 


gagcacatgc 


60 




cta.Uclv_,LctLycl 


Ctdydudyct 


cagatgtgct 


gcagcaaatg 


ctcgccgggc 


120 




day LOLLL'Uy 


LdCv^dciy dt-C 


tcggacaccg 


tgtgtgactc 


ctgtgaggac 


180 




/~" /-» f^ 1 1~ /~< +" ft 

LLtdyuut uy 


gaactgggtt 


cccgagtgct 


tgagctgtgg 


ctcccgctgt 


240 


agctctgacc 


aggtggaaac 


tcaagcctgc 


actcgggaac 


agaaccgcat 


ctgcacctgc 


- 300 


aggcccggct 


ggtactgcgc 


gctgagcaag 


caggaggggt 


gccggctgtg 


cgcgccgctg 


360 


cgcaagtgcc 


gcccgggctt 


cggcgtggcc 


agaccaggaa 


ctgaaacatc 


agacgtggtg 


420 


tgcaagccct 


gtgccccggg 


gacgttctcc 


aacacgactt 


catccacgga 


tatttgcagg 


480 


ccccaccaga 


tctgtaacgt 


ggtggccatc 


cctgggaatg 


caagcatgga 


tgcagtctgc 


540 


acgtccacgt 


cccccacccg 


gagtatggcc 


ccaggggcag 


tacacttacc 


ccagccagtg 


600 


tccacacgat 


cccaacacac 


gcagccaact 


ccagaaccca 


gcactgctcc 


aagcacctcc 


660 


ttcctgctcc 


caatgggccc 


cagcccccca 


gctgaaggga 


gcactggcga 


cggtaccgag 


720 


ccaccaaccc 


agaagcccaa 


gaagattgta 


aatgccaaga 


aagatgttgt 


gaacacaaag 


780 


atgtttgagg 


agctcaagag 


ccgtctggac 


accctggccc 


aggaggtggc 


cctgctgaag 


840 


gagcagcagg 


ccctgcagac 


ggtctccctg aagggtctag aacaaaaact 


catctcagaa 


900 


gaggatctga 


atagcgccgt 


cgaccatcat 


catcatcatc 


attgaaagct 


gaattcc 


957 



<210> 89 

<211> 711 

<212> DNA 

<213> Artificial 

<220> 



27 



<223> ADlD4-I162-I10-TripB 



<400> 89 
atgggatcca 


tggcccaggt 


ggcatttaca 


ccctacgccc 


cqgagcccgg 


gagcacatgc 


60 


cggctcagag 


aatactatga 


ccagacagct 


cagatgtgct 


gcagcaaatg 


ctcgccgggc 


120 


caacatgcaa 


aagtcttctg 


taccaagacc 


tcggacaccg 


tgtgtgactc 


ctgtgaggac 


180 


agcacataca 


cccagctctg 


gaactgggtt 


cccgagtgct 


tgagctgtgg 


ctcccgctgt 


240 


agctctgacc 


aggtggaaac 


tcaagcctgc 


actcgggaac 


agaaccgcat 


ctgcacctgc 


300 


aggcccggct 


ggtactgcgc 


gctgagcaag 


caggaggggt 


gccggctgtg 


cgcgccgctg 


360 


cgcaagtgcc 


gcccgggctt 


cggcgtggcc 


agaccaggaa 


ctgaaacatc 


agacgtggtg 


420 


tgcaagccct 


gtgccccggg 


gacgttctcc 


aacacgactt 


catccacgga 


tatttgcagg 


480 


ccccaccaga 


tcggtaccat 


tgtaaatgcc 


aagaaagatg 


ttgtgaacac 


aaagatgttt 


540 


gaggagctca 


agagccgtct 


ggacaccctg 


gcccaggagg 


tggccctgct 


gaaggagcag 


600 


caggccctgc 


agacggtctc 


cctqaaqqqt 


ctagaacaaa 


aactcatctc 


agaagaggat 


660 


ctgaatagcg 


ccgtcgacca 


tcatcatcat 


catcattgaa 


agctgaattc 


c 


711 


<210> 90 
<211> 711 
<212> DNA 
<213> Artificial 












<220> 

<223> ADlD4-GSS-I10-tripB 










<400> 90 
atgggatcca 


tggcccaggt 


ggcatttaca 


ccctacgccc 


cggagcccgg 


gagcacatgc 


60 


cggctcagag 


aatactatga 


ccagacagct 


cagatgtgct 


gcagcaaatg 


ctcgccgggc 


120 


caacatgcaa 


aagtcttctg 


taccaagacc 


tcggacaccg 


tgtgtgactc 


ctgtgaggac 


180 


agcacataca 


cccagctctg gaactgggtt 


cccgagtgct 


tgagctgtgg 


ctcccgctgt 


240 


agctctgacc 


aggtggaaac 


tcaagcctgc 


actcgggaac 


agaaccgcat 


ctgcacctgc 


300 


aggcccggct 


ggtactgcgc 


gctgagcaag 


caggaggggt 


gccggctgtg 


cgcgccgctg 


360 


cgcaagtgcc 


gcccgggctt 


cggcgtggcc 


agaccaggaa 


ctgaaacatc 


agacgtggtg 


420 


tgcaagccct 


gtgccccggg 


gacgttctcc 


aacacgactt 


catccacgga 


tatttgcagg 


480 


ccccaccaga 


tcggtaccat 


tgtaaatgcc 


aagaaagatg 


ttgtgaacac 


aaagatgttt 


540 


gaggagctca 


agagccgtct 


ggacaccctg 


gcccaggagg 


tggccctgct 


gaaggagcag 


600 



caggccctgc agacggtctc cctgaagggt ctagaacaaa aactcatctc agaagaggat 
ctgaatagcg ccgtcgacca tcatcatcat catcattgaa agctgaattc c 



660 
711 



<210> 91 
<211> 930 
<212> DNA 
<213> Artificial 

<220> 

<223> ADlD4-D2 35-I10-tripB 
<400> 91 

atgggatcca tggcccaggt ggcatttaca ccctacgccc cggagcccgg gagcacatgc 60 

cggctcagag aatactatga ccagacagct cagatgtgct gcagcaaatg ctcgccgggc 120 

caacatgcaa aagtcttctg taccaagacc tcggacaccg tgtgtgactc ctgtgaggac 180 

agcacataca cccagctctg gaactgggtt cccgagtgct tgagctgtgg ctcccgctgt 240 

agctctgacc aggtggaaac tcaagcctgc actcgggaac agaaccgcat ctgcacctgc 300 

aggcccggct ggtactgcgc gctgagcaag caggaggggt gccggctgtg cgcgccgctg 36 0 

cgcaagtgcc gcccgggctt cggcgtggcc agaccaggaa ctgaaacatc agacgtggtg 420 

tgcaagccct gtgccccggg gacgttctcc aacacgactt catccacgga tatttgcagg 480 

ccccaccaga tctgtaacgt ggtggccatc cctgggaatg caagcatgga tgcagtctgc 54 0 

acgtccacgt cccccacccg gagtatggcc ccaggggcag tacacttacc ccagccagtg 600 

tccacacgat cccaacacac gcagccaact ccagaaccca gcactgctcc aagcacctcc 660 

ttcctgctcc caatgggccc cagcccccca gctgaaggga gcactggcga cggtaccatt 72 0 

gtaaatgcca agaaagatgt tgtgaacaca aagatgtttg aggagctcaa gagccgtctg 780 

gacaccctgg cccaggaggt ggccctgctg aaggagcagc aggccctgca gacggtctcc 84 0 

ctgaagggtc tagaacaaaa actcatctca gaagaggatc tgaatagcgc cgtcgaccat 900 

catcatcatc atcattgaaa gctgaattcc 930 



<210> 92 

<211> 31 

<212> DNA 

<213> Artificial 

<220> 

<223> pKpnI-V17 

<400> 92 

gacggtaccg ttgtgaacac aaagatgttt g 31 
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<210> 93 

<211> 35 

<212> DNA 

<213> Artificial 

<220> 

<223> pBAD6H 

<400> 93 

ggctcggaat tcaatgatga tgatgatgat ggtcg 35 



<210> 94 

<211> 762 

<212> DNA 

<213> Artificial 



<220> 

<22 3> ADlD4-GSS-V17-tripB 



<400> 94 
atgggatcca 


tggcccaggt 


ggcatttaca 


ccctacgccc 


cggagcccgg 


gagcacatgc 


cggctcagag 


aatactatga 


ccagacagct 


cagatgtgct 


gcagcaaatg 


ctcgccgggc 


caacatgcaa 


aagtcttctg 


taccaagacc 


tcggacaccg 


tgtgtgactc 


ctgtgaggac 


agcacataca 


cccagctctg 


gaactgggtt 


cccgagtgct 


tgagctgtgg 


ctcccgctgt 


agctctgacc 


aggtggaaac 


tcaagcctgc 


actcgggaac 


agaaccgcat 


ctgcacctgc 


aggcccggct 


ggtactgcgc 


gctgagcaag 


caggaggggt 


gccggctgtg 


cgcgccgctg 


cgcaagtgcc 


gcccgggctt 


cggcgtggcc 


agaccaggaa 


ctgaaacatc 


agacgtggtg 


tgcaagccct 


gtgccccggg 


gacgttctcc 


aacacgactt 


catccacgga 


tatttgcagg 


ccccaccaga 


tctgtaacgt 


ggtggccatc 


cctgggaatg 


caagcatgga 


tgcagtctgc 


acgtccacgt 


cctccggttc 


ctccggtacc 


gttgtgaaca 


caaagatgtt 


tgaggagctc 


aagagccgtc 


tggacaccct 


ggcccaggag 


gtggccctgc 


tgaaggagca 


gcaggccctg 


cagacggtct 


ccctgaaggg 


tctagaacaa 


aaactcatct 


cagaagagga 


tctgaatagc 


gccgtcgacc 


atcatcatca 


tcatcattga 


aagctgaatt 


cc 





<210> 95 

<211> 909 

<212> DNA 

<213> Artificial 

<220> 

<223> ADlD4-D235-V17-tripB 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
762 
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<400> 95 

atgggatcca tggcccaggt ggcatttaca ccctacgccc cggagcccgg gagcacatgc 60 

cggctcagag aatactatga ccagacagct cagatgtgct gcagcaaatg ctcgccgggc 120 

caacatgcaa aagtcttctg taccaagacc tcggacaccg tgtgtgactc ctgtgaggac 180 

agcacataca cccagctctg gaactgggtt cccgagtgct tgagctgtgg ctcccgctgt 240 

agctctgacc aggtggaaac tcaagcctgc actcgggaac agaaccgcat ctgcacctgc 300 

aggcccggct ggtactgcgc gctgagcaag caggaggggt gccggctgtg cgcgccgctg 360 

cgcaagtgcc gcccgggctt cggcgtggcc agaccaggaa ctgaaacatc agacgtggtg 42 0 

tgcaagccct gtgccccggg gacgttctcc aacacgactt catccacgga tatttgcagg 480 

ccccaccaga tctgtaacgt ggtggccatc cctgggaatg caagcatgga tgcagtctgc 540 

acgtccacgt cccccacccg gagtatggcc ccaggggcag tacacttacc ccagccagtg 600 

tccacacgat cccaacacac gcagccaact ccagaaccca gcactgctcc aagcacctcc 660 

ttcctgctcc caatgggccc cagcccccca gctgaaggga gcactggcga cggtaccgtt 720 

gtgaacacaa agatgtttga ggagctcaag agccgtctgg acaccctggc ccaggaggtg 780 

gccctgctga aggagcagca ggccctgcag acggtctccc tgaagggtct agaacaaaaa 840 

ctcatctcag aagaggatct gaatagcgcc gtcgaccatc atcatcatca tcattgaaag 900 

ctgaattcc 909 

<210> 96 

<211> 181 

<212> PRT 

<213> Homo sapiens 

<400> 96 

Glu Pro Pro Thr Gin Lys Pro Lys Lys lie Val Asn Ala Lys Lys Asp 



Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser Arg Leu Asp Thr 
20 25 30 

Leu Ala Gin Glu Val Ala Leu Leu Lys Glu Gin Gin Ala Leu Gin Thr 
35 40 45 

Val Cys Leu Lys Gly Thr Lys Val His Met Lys Cys Phe Leu Ala Phe 
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Thr Gin Thr Lys Thr Phe His Glu Ala Ser Glu Asp Cys lie Ser Arg 
65 70 75 80 



Gly Gly Thr Leu Ser Thr Pro Gin Thr Gly Ser Glu Asn Asp Ala Leu 
85 90 95 



Tyr Glu Tyr Leu Arg Gin Ser Val Gly Asn Glu Ala Glu lie Trp Leu 
100 105 110 



Gly Leu Asn Asp Met Ala Ala Glu Gly Thr Trp Val Asp Met Thr Gly 
115 120 125 



Ala Arg lie Ala Tyr Lys Asn Trp Glu Thr Glu lie Thr Ala Gin Pro 
130 135 140 



Asp Gly Gly Lys Thr Glu Asn Cys Ala Val Leu Ser Gly Ala Ala Asn 
145 150 155 160 



Gly Lys Trp Phe Asp Lys Arg Cys Arg Asp Gin Leu Pro Tyr lie Cys 
165 170 175 



Gin Phe Gly He Val 
180 



<210> 97 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 97 

Ala Leu Gin Thr Val Cys Leu Lys Gly Thr Lys Val His Met Lys Cys 
15 10 15 



Phe Leu Ala Phe Thr Gin Thr Lys Thr Phe His Glu Ala Ser Glu Asp 
20 25 30 



Cys He Ser Arg Gly Gly Thr Leu Ser Thr Pro Gin Thr Gly Ser Glu 
35 40 45 



Asn Asp Ala Leu Tyr Glu Tyr Leu Arg Gin Ser Val Gly Asn Glu Ala 
50 55 60 



Glu He Trp Leu Gly Leu Asn Asp Met Ala Ala Glu Gly Thr Trp Val 
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65 



70 



75 



80 



Asp Met Thr Gly Ala Arg lie Ala Tyr Lys Asn Trp Glu Thr Glu lie 
85 90 95 



Thr Ala Gin Pro Asp Gly Gly Lys Thr Glu Asn Cys Ala Val Leu Ser 
100 105 110 



Gly Ala Ala Asn Gly Lys Trp Phe Asp Lys Arg Cys Arg Asp Gin Leu 
115 120 125 



Pro Tyr lie Cys Gin Phe Gly lie Val 
130 135 



<210> 98 

<211> 102 

<212> DNA 

<213> Artificial 

<220> 

<223> TN-1 ib3 - tprev 



<220> 

<221> mi sc_f eature 

<222> (22) . . (23) 

<223> randomised 

<220> 

<221> misc_f eature 

<222> (25) . . (26) 

<223> randomised 

<220> 

<22 1 > misc_f eature 

<222> (28) . . (29) 

<22 3> randomised 

<220> 

<221> mi sc_f eature 

<222> (31) . . (32) 

<22 3> randomised 

<220> 

<221> misc_feature 

<222> (34) . . (35) 

<223> randomised 

<220> 

<221> misc_f eature 

<222> (37) . . (38) 

<22 3> randomised 
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<220> 

<221> misc_f eature 

<222> (40) . . (41) 

<223> randomised 

<400> 98 

gagatctggc tgggcctcaa cnnsnnsnns nnsnnsnnsn nstgggtgga catgaccggt 60 
acccgcatcg cctacaagaa ctgggagact gagatcaccg eg 102 



<210> 99 

<211> 94 

<212> DNA 

<213> Artificial 

<220> 

<22 3> TN-lib2-tprev 



<220> 

<221> misc_f eature 

<222> (17) . . (17) 

<223> randomised 

<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> randomised 

<220> 

<221> misc_f eature 

<222> (20) . . (21) 

<223> randomised 

<220> 

<221> mi sc_f eature 

<222> (23) . . (24) 

<223> randomised 

<220> 

<221> misc_feature 

<222> (29) . . (29) 

<223> randomised 

<220> 

<221> mi sc_f eature 

<222> (30) . . (30) 

<223> randomised 

<220> 

<221> misc_feature 

<222> (32) . . (33) 

<223> randomised 

<400> 99 
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gctgggcctc aacgacnnsn nsnnsgagnn snnstgggtg gacatgaccg gtacccgcat 



cgcctacaag aactgggaga ctgagatcac cgcg 



<210> 100 

<211> 108 

<212> DNA 

<213> Artificial 

<220> 

<223> TN-lib3-tpfo 



<220> 

< 2 2 1 > mi sc_f eat ure 
<222> (63) . . (64) 
<223> randomised 

<220> 

<221> misc__f eature 

<222> (66) . . (67) 

<223> randomised 

<220> 

<221> misc_feature 

<222> (69) . . (70) 

<223> randomised 

<220> 

<221> misc_feature 

<222> (72).. (73) 

<22 3> randomised 

<220> 

<221> misc_f eature 

<222> (75) . . (76) 

<223> randomised 

<220> 

< 2 2 1 > mi sc__f eature 
<222> (78) . . (79) 
<22 3> randomised 

<400> 100 

cgcggcagcg cttgtcgaac cacttgccgt 
csnnsnnsnn snnsnnsnna tcgggttgcg 



tggccgcgcc tgacaggacc gcgcagttct 
cggtgatctc agtctccc 



<210> 101 

<211> 102 

<212> DNA 

<213> Artificial 

<220> 

<223> TN-lib2-tpfo 
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<220> 

<221> misc_f eature 

<222> (63) . . (64) 

<22 3> randomised 

<220> 

<221> misc_f eature 

<222> (66) . . (67) 

<223> randomised 

<220> 

<221> misc_f eature 

<222> (69) . . (70) 

<22 3> randomised 

<220> 

<221> misc_f eature 

<222> (72) . . (73) 

<223> randomised 

<400> 101 

cgcggcagcg cttgtcgaac cacttgccgt tggccgcgcc tgacaggacc gcgcagttct 
csnnsnnsnn snnatcgggt tgcgcggtga tctcagtctc cc 



<210> 102 

<211> 137 

<212> PRT 

<213> Artificial 

<220> 

<223> TN3-2 
<400> 102 

Ala Leu Gin Thr Val Cys Leu Lys Gly Thr Lys Val His Met Lys Cys 
15 10 15 



Phe Leu Ala Phe Thr Gin Thr Lys Thr Phe His Glu Ala Ser Glu Asp 
20 25 30 



Cys lie Ser Arg Gly Gly Thr Leu Ser Thr Pro Gin Thr Gly Ser Glu 
35 40 45 



Asn Asp Ala Leu Tyr Glu Tyr Leu Arg Gin Ser Val Gly Asn Glu Ala 
50 55 60 



Glu lie Trp Leu Gly Leu Asn Lys Val Arg Ser Arg Tyr Phe Trp Met 
65 70 75 80 



36 



3 



Asp Met Thr Gly Thr Arg lie Ala Tyr Lys Asn Trp Glu Thr Glu lie 
85 90 95 



Thr Ala Gin Pro Asp Pro Arg His Thr Glu Asn Cys Ala Val Leu Ser 
100 105 110 



Gly Ala Ala Asn Gly Lys Trp Phe Asp Lys Arg Cys Arg Asp Gin Leu 
115 120 125 



Pro Tyr lie Cys Gin Phe Gly lie Val 
130 135 



<210> 


103 


<211> 


137 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


TN3-2-B 


<400> 


103 



Ala Leu Gin Thr Val Cys Leu Lys Gly Thr Lys Val His Met Lys Cys 
15 10 15 



Phe Leu Ala Phe Thr Gin Thr Lys Thr Phe His Glu Ala Ser Glu Asp 
20 25 30 



Cys lie Ser Arg Gly Gly Thr Leu Ser Thr Pro Gin Thr Gly Ser Glu 
35 40 45 



Asn Asp Ala Leu Tyr Glu Tyr Leu Arg Gin Ser Val Gly Asn Glu Ala 
50 55 60 



Glu lie Trp Leu Gly Leu Asn Lys Val Arg Ser Arg Tyr Phe Trp Met 
65 70 75 80 



Asp Met Thr Gly Thr Arg lie Ala Tyr Lys Asn Trp Glu Thr Glu lie 
85 90 95 



Thr Ala Gin Pro Asp Pro Thr Asn Asn Glu Asn Cys Ala Val Leu Ser 
100 105 110 



Gly Ala Ala Asn Gly Lys Trp Phe Gly Lys Arg Cys Arg Asp Gin Leu 
115 120 125 
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Pro Tyr lie Cys Gin Phe Gly lie Val 
130 135 



<210> 


104 


<211> 


137 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


TN3-2-C 


<400> 


104 



Ala Leu Gin Thr Val Cys Leu Lys Gly Thr Lys Val His Met Lys Cys 
15 10 15 



Phe Leu Ala Phe Thr Gin Thr Lys Thr Phe His Glu Ala Ser Glu Asp 
20 25 30 



Cys lie Ser Arg Gly Gly Thr Leu Ser Thr Pro Gin Thr Gly Ser Glu 
35 40 45 



Asn Asp Ala Leu Tyr Glu Tyr Leu Arg Gin Ser Val Gly Asn Glu Ala 
50 55 60 



Glu lie Trp Leu Gly Leu Asn Lys Val Arg Ser Arg Tyr Phe Trp Val 
65 70 75 80 



Asp Met Thr Gly Thr Arg lie Ala Tyr Lys Asn Trp Glu Thr Glu lie 
85 90 95 



Thr Ala Gin Pro Asp Pro Thr Asn Arg Glu Asn Cys Ala Val Leu Ser 
100 105 110 



Gly Ala Ala Asn Gly Lys Trp Phe Asp Lys Arg Cys Arg Asp Gin Leu 
115 120 125 



Pro Tyr lie Cys Gin Phe Gly lie Val 
130 135 



<210> 105 

<211> 137 

<212> PRT 

<213> Artificial 
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<220> 
<223> 



TN3-2-D 



<400> 105 

Ala Leu Gin Thr Val Cys Leu Lys Gly Thr Lys Val His Met Lys Cys 
15 10 15 



Phe Leu Ala Phe Thr Gin Thr Lys Thr Phe His Glu Ala Ser Glu Asp 
20 25 30 



Cys lie Ser Arg Gly Gly Thr Leu Ser Thr Pro Gin Thr Gly Ser Glu 
35 40 45 



Asn Asp Ala Leu Tyr Glu Tyr Leu Arg Gin Ser Val Gly Asn Glu Ala 
50 55 60 



Glu lie Trp Leu Gly Leu Asn Lys Val Arg Ser Arg Tyr Phe Trp lie 
65 70 75 80 



Asp Met Thr Gly Thr Arg lie Ala Tyr Lys Asn Trp Glu Thr Glu lie 
85 90 95 



Thr Ala Gin Pro Asp Pro Asn Asn Arg Glu Asn Cys Ala Val Leu Ser 
100 105 110 



Gly Ala Ala Asn Gly Lys Trp Phe Gly Lys Arg Cys Arg Asp Gin Leu 
115 120 125 



Pro Tyr lie Cys Gin Phe Gly lie Val 
130 135 



<210> 


106 


<21i> 


181 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


TN-2-B 


<400> 


106 



Glu Pro Pro Thr Gin Lys Pro Lys Lys lie Val Asn Ala Lys Lys Asp 
1 5 10 15 



Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser Arg Leu Asp Thr 
20 25 30 
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Leu Ala Gin Glu Val Ala Leu Leu Lys Glu Gin Gin Ala Leu Gin Thr 
35 40 45 



Val Cys Leu Lys Gly Thr Lys Val His Met Lys Cys Phe Leu Ala Phe 
50 55 60 



Thr Gin Thr Lys Thr Phe His Glu Ala Ser Glu Asp Cys lie Ser Arg 
65 70 75 80 



Gly Gly Thr Leu Ser Thr Pro Gin Thr Gly Ser Glu Asn Asp Ala Leu 
85 90 95 



Tyr Glu Tyr Leu Arg Gin Ser Val Gly Asn Glu Ala Glu lie Trp Leu 
100 105 110 



Gly Leu Asn Lys Val Arg Ser Arg Tyr Phe Trp Met Asp Met Thr Gly 
115 120 125 



Thr Arg lie Ala Tyr Lys Asn Trp Glu Thr Glu lie Thr Ala Gin Pro 
130 135 140 



Asp Pro Thr Asn Asn Glu Asn Cys Ala Val Leu Ser Gly Ala Ala Asn 
145 150 155 160 



Gly Lys Trp Phe Gly Lys Arg Cys Arg Asp Gin Leu Pro Tyr lie Cys 
165 170 175 



Gin Phe Gly lie Val 





180 


<210> 


107 


<211> 


181 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


TN-2-D 


<400> 


107 



Glu Pro Pro Thr Gin Lys Pro Lys Lys lie Val Asn Ala Lys Lys Asp 
15 10 15 



Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser Arg Leu Asp Thr 



40 



20 



25 



30 



Leu Ala Gin Glu Val Ala Leu Leu Lys Glu Gin Gin Ala Leu Gin Thr 
35 40 45 



Val Cys Leu Lys Gly Thr Lys Val His Met Lys Cys Phe Leu Ala Phe 
50 55 60 



Thr Gin Thr Lys Thr Phe His Glu Ala Ser Glu Asp Cys lie Ser Arg 
65 70 75 80 



Gly Gly Thr Leu Ser Thr Pro Gin Thr Gly Ser Glu Asn Asp Ala Leu 
85 90 95 



Tyr Glu Tyr Leu Arg Gin Ser Val Gly Asn Glu Ala Glu lie Trp Leu 
100 105 110 



Gly Leu Asn Lys Val Arg Ser Arg Tyr Phe Trp lie Asp Met Thr Gly 
115 120 125 



Thr Arg lie Ala Tyr Lys Asn Trp Glu Thr Glu lie Thr Ala Gin Pro 
130 135 140 



Asp Pro Asn Asn Arg Glu Asn Cys Ala Val Leu Ser Gly Ala Ala Asn 
145 150 155 160 



Gly Lys Trp Phe Gly Lys Arg Cys Arg Asp Gin Leu Pro Tyr lie Cys 
165 170 175 



Gin Phe Gly He Val 





180 


<210> 


108 


<211> 


181 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


TN-2-C 


<400> 


108 



Glu Pro Pro Thr Gin Lys Pro Lys Lys He Val Asn Ala Lys Lys Asp 
15 10 15 
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Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser Arg Leu Asp Thr 
20 25 30 



Leu Ala Gin Glu Val Ala Leu Leu Lys Glu Gin Gin Ala Leu Gin Thr 
35 40 45 



Val Cys Leu Lys Gly Thr Lys Val His Met Lys Cys Phe Leu Ala Phe 
50 55 60 



Thr Gin Thr Lys Thr Phe His Glu Ala Ser Glu Asp Cys lie Ser Arg 
65 70 75 80 



Gly Gly Thr Leu Ser Thr Pro Gin Thr Gly Ser Glu Asn Asp Ala Leu 
85 90 95 



Tyr Glu Tyr Leu Arg Gin Ser Val Gly Asn Glu Ala Glu lie Trp Leu 
100 105 110 



Gly Leu Asn Lys Val Arg Ser Arg Tyr Phe Trp Val Asp Met Thr Gly 
115 120 125 



Thr Arg lie Ala Tyr Lys Asn Trp Glu Thr Glu lie Thr Ala Gin Pro 
130 135 140 



Asp Pro Thr Asn Arg Glu Asn Cys Ala Val Leu Ser Gly Ala Ala Asn 
145 150 155 160 



Gly Lys Trp Phe Asp Lys Arg Cys Arg Asp Gin Leu Pro Tyr lie Cys 
165 170 175 



Gin Phe Gly He Val 





180 


<210> 


109 


<211> 


256 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


AD1D4-GSS-I10 


<400> 


109 



Met Gly Ser Met Ala Gin Val Ala Phe Thr Pro Tyr Ala Pro Glu Pro 
15 10 15 
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Gly Ser Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin Thr Ala Gin Met 
20 25 30 



Cys Cys Ser Lys Cys Ser Pro Gly Gin His Ala Lys Val Phe Cys Thr 
35 40 45 



Lys Thr Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr 
50 55 60 



Gin Leu Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys 
65 70 75 80 



Ser Ser Asp Gin Val Glu Thr Gin Ala Cys Thr Arg Glu Gin Asn Arg 
85 90 95 



lie Cys Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu 
100 105 110 



Gly Cys Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Gly Phe Gly 
115 120 125 



Val Ala Arg Pro Gly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys 
130 135 140 



Ala Pro Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp lie Cys Arg 
145 150 155 160 



Pro His Gin lie Cys Asn Val Val Ala lie Pro Gly Asn Ala Ser Met 
165 170 175 



Asp Ala Val Cys Thr Ser Thr Ser Ser Gly Ser Ser Gly Thr lie Val 
180 185 190 



Asn Ala Lys Lys Asp Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys 
195 200 205 



Ser Arg Leu Asp Thr Leu Ala Gin Glu Val Ala Leu Leu Lys Glu Gin 
210 215 220 



Gin Ala Leu Gin Thr Val Ser Leu Lys Gly Leu Glu Gin Lys Leu lie 
225 230 235 240 
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Ser Glu Glu Asp Leu Asn Ser Ala Val Asp His His His His His His 
245 250 255 
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